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BLASTN 2.2.14 [May-07-2006] 

RID: 1148512175-2216-116532263996. BLASTQl 



Database: env nt 



1,047,779 sequences; 1,063,283,128 total letters 



Query= 

Length=11020 



No significant similarity found. For reasons why, click here . 



Database: environmental samples 

Posted date: May 19, 2006 3:31 AM 
Number of letters in database: 1,063,283,128 
Number of sequences in database: 1,047,779 
Lambda K H 

1.33 0.621 1.12 



Matrix: blastn matrix: 1 -2 

Gap Penalties: Existence: 0, Extension: 0 

Number of Sequences: 1047779 

Number of Hits to DB : 17877 

Number of extensions: 0 

Number of successful extensions: 0 

Number of sequences better than 10: 0 

Number of HSP's better than 10 without gapping: 0 

Number of HSP's gapped: 0 

Number of HSP's successfully gapped: 0 

Length of query: 11020 

Length of database: 1063283128 

Length adjustment: 32 

Effective length of query: 10988 

Effective length of database: 1029754200 

Effective search space: 11314 93914 9600 

Effective search space used: 11314939149600 

A: 0 

XI: 13 (25.0 bits) 
X2: 32 (59.1 bits) 
X3: 54 (99.7 bits) 
SI: 13 (25.1 bits) 
S2: 22 (41.7 bits) 



Gapped 
Lambda 



K 



H 



1.33 



0.621 



1. 12 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 
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results of BLAST 



BLASTN 2.2.14 [May-07-2006] 

RID: 1148511929-7071-210325148673. BLASTQ4 



Database: Whole-Genome-Shotgun Sequences 

13,679,503 sequences; 71,237,490,689 total letters 

Query= 

Length=11020 



No significant similarity found. For reasons why, click here . 



Database: Whole-Genome-Shotgun Sequences 

Posted date: May 18, 2006 7:42 PM 
Number of letters in database: -1,837,793,559 
Number of sequences in database: 13,677,712 
Lambda K H 

1.33 0.621 1.12 
Gapped 

Lambda K H 

1.33 0.621 1.12 
Matrix: blastn matrix: 1 -2 
Gap Penalties: Existence: 0, Extension: 0 
Number of Sequences: 13677712 
Number of Hits to DB: 1564364 
Number of extensions: 0 
Number of successful extensions: 0 
Number of sequences better than 10: 0 
Number of HSP's better than 10 without gapping: 0 
Number of HSP's gapped: 0 
Number of HSP's successfully gapped: 0 
Length of query: 11020 
Length of database: 71176650469 
Length adjustment: 37 
Effective length of query: 10983 
Effective length of database: 70670575125 
Effective search space: 776174 926597875 
Effective search space used: 776174926597875 
A: 0 

XI: 16 (30.8 bits) 
X2: 32 (59.1 bits) 
X3: 54 (99.7 bits) 
SI: 16 (30.7 bits) 
S2: 25 (47.3 bits) 



http://ww.ncbi.nlm.nih.gov/BLAST/Blast.cgi 
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results of BLAST 



# BLASTN 2.2.14 [May-07-2006] 

# Query: 

# Database: nr 

# Fields: query id, subject ids, % identity, alignment length, mismatches, gap opens, q 

# 100 hits found 
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results of Pl/AST 



BLASTN 2.2.14 [May-07-2006] 

RID: 1148511147-28338-105062820528. BLASTQl 



Database: NCBI Transcript Reference Sequences 

652,821 sequences; 1,111,501,987 total letters 

Query= 
Length-11020 



No significant similarity found. For reasons why, click here . 



Database: NCBI Transcript Reference Sequences 

Posted date: May 18, 2006 10:45 PM 
Number of letters in database: 1,111,494,313 
Number of sequences in database: 652,832 
Lambda K H 

1.33 0.621 1.12 
Gapped 

Lambda K H 

1.33 0.621 1.12 
Matrix: blastn matrix:! -2 
Gap Penalties: Existence: 0, Extension: 0 
Number of Sequences: 652832 
Number of Hits to DB: 522 
Number of extensions: 0 
Number of successful extensions: 0 
Number of sequences better than 10: 0 
Number of HSP's better than 10 without gapping: 0 
Number of HSP's gapped: 0 
Number of HSP's successfully gapped: 0 
Length of query: 11020 
Length of database: 1111494313 
Length adjustment: 32 
Effective length of query: 10988 
Effective length of database: 1090603689 
Effective search space: 11983553334732 
Effective search space used: 11983553334732 
A: 0 

XI: 14 (26.9 bits) 
X2: 32 (59.1 bits) 
X3: 54 (99.7 bits) 
SI: 14 {27.0 bits) 
S2: 22 (41.7 bits) 
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results of iSJ|ui%!^jl 



# BLASTN 2.2.14 [May-07-2006] 

# Query: 

# Database: ref seq_genomic 

# Fields: query id, subject ids, % identity, alignment length, mismatches, gap opens, q 

# 6 hits found 

1_11050 gi 1 11528013 I ref | NC_001563 . 2 | 
1_11050 gi| 11528013|ref |NC__001563.2| 
1^11050 gi I 96264 60 | ref | NC_0014 37 . 1 1 
1_11050 gi I 96264 60 | ref | NC_001437 . 1 1 
1_11050 gi I 56692441 1 ref | NC_006551 . 1 1 
1_11050 gi I 9626685 I ref INC 001477.11 
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results of BLAST 



BLASTN 2.2.14 [May-07-2006] 

RID: 1148511003-17158-142892004 559. BLASTQ4 



Database: Genome Survey Sequence, includes single-pass genomic data, 
exon-trapped sequences, and Alu PCR sequences, 

14,335,827 sequences; 9,038,742,965 total letters 

Query= 
Length=11020 



No significant similarity found. For reasons why, click here . 



Database: Genome Survey Sequence, includes single-pass genomic data, exon-trapped 
sequences, and Alu PCR sequences. 

Posted date: May 18, 2006 8:24 PM 

Number of letters in database: 446,610,113 
Number of sequences in database: 14,332,659 
Lambda K H 

1.33 0.621 1.12 



Matrix: blastn matrix: 1 -2 

Gap Penalties: Existence: 0, Extension: 0 

Number of Sequences: 14332659 

Number of Hits to DB: 171244 

Number of extensions: 0 

Number of successful extensions: 0 

Number of sequences better than 10: 0 

Number of HSP*s better than 10 without gapping: 0 

Number of HSP's gapped: 0 

Number of HSP's successfully gapped: 0 

Length of query: 11020 

Length of database: 9036544705 

Length adjustment: 34 

Effective length of query: 10986 

Effective length of database: 8549234299 

Effective search space: 93921888008814 

Effective search space used: 93921888008814 

A: 0 

XI: 12 (23.1 bits) 
X2: 32 (59.1 bits) 
X3: 54 (99.7 bits) 
SI: 12 (23.3 bits) 
S2: 23 (43.6 bits) 
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results of BLAST 



BLASTN 2.2.14 [May-07-2006] 

RID: 1148511297-13266-29868804 930. BLASTQ4 



Database: Unfinished High Throughput Genomic Sequences; Sequences: 
phases 0, 1 and 2 

91,378 sequences; 15,441,179,013 total letters 

Query= 
Length=11020 



No significant similarity found. For reasons why, click here . 



Database: Unfinished High Throughput Genomic Sequences; Sequences: phases 0,1 and 

2 

Posted date: May 18, 2006 11:01 PM 
Number of letters in database: -1,740,329,326 
Number of sequences in database: 91,362 
Lambda K H 

1,33 0.621 1.12 
Gapped 

Lambda K H 

1.33 0.621 1.12 
Matrix: blastn matrix: 1 -2 
Gap Penalties: Existence: 0, Extension: 0 
Number of Sequences: 91362 
Number of Hits to DB: 330308 
Number of extensions: 0 
Number of successful extensions: 0 
Number of sequences better than 10: 0 
Number of HSP's better than 10 without gapping: 0 
Number of HSP's gapped: 0 
Number of HSP's successfully gapped: 0 
Length of query: 11020 
Length of database: 15439539854 
Length adjustment: 35 
Effective length of query: 10985 
Effective length of database: 15436342184 
Effective search space: 169568218891240 
Effective search space used: 169568218891240 
A: 0 

XI: 19 (36.5 bits) 
X2: 32 (59.1 bits) 
X3: 54 (99.7 bits) 
SI: 19 (36.2 bits) 
S2: 24 (45.4 bits) 
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results of BLAST 



# BLASTN 2.2.14 [May-07-2006] 

# Query: 

# Database: pat 

# Fields: query id, subject ids, % identity, alignment 
#44 hits found 
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results of BLAST 



BLASTN 2.2.14 [May-07-2006] 

RID: 1148511540-26048-113003772134 .BLASTQ4 



Database: PDB nucleotide database 

6378 sequences; 414,729 total letters 



Query= 
Length=11020 



No significant similarity found. For reasons why, click here . 



Database: PDB nucleotide database 

Posted date: May 18, 2006 10:45 PM 
Number of letters in database: 412,402 
Number of sequences in database: 6,326 
Lambda K H 

1.33 0.621 1.12 



Matrix: blastn matrix:! -2 

Gap Penalties: Existence: 0, Extension: 0 

Number of Sequences: 6326 

Number of Hits to DB: 53 

Number of extensions: 0 

Number of successful extensions: 0 

Number of sequences better than 10: 0 

Number of HSP's better than 10 without gapping: 0 

Number of HSP*s gapped: 0 

Number of HSP's successfully gapped: 0 

Length of query: 11020 

Length of database: 412402 

Length adjustment: 22 

Effective length of query: 10998 

Effective length of database: 273230 

Effective search space: 3004983540 

Effective search space used: 3004983540 
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results of JILAST 



# BLASTN 2.2.14 [May-07-2006] 

# Query: 

# Database: month 

# Fields: query id, subject ids, % identity, alignment length, mismatches, gap opens, q 

# 6 hits found 
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results of {ll^AST 



BLASTN 2.2.14 [May-'07'-2006] 

RID: 1148511630-30931-1482637884 6. BLASTQl 



Database: dbsts 

881,195 sequences; 495,721,948 total letters 



Query= 
Length=11020 



No significant similarity found. For reasons why, click here . 



Database: Database of GenBank+EMBL+DDBJ sequences from STS Divisions 

Posted date: May 19, 2006 5:11 AM 
Number of letters in database: 495,721,948 
Number of sequences in database: 881,195 
Lambda K H 

1.33 0.621 1.12 
Gapped 

Lambda K H 

1.33 0.621 1,12 
Matrix: blastn matrix: 1 -2 
Gap Penalties: Existence: 0, Extension: 0 
Number of Sequences: 881195 
Number of Hits to DB: 20596 
Number of extensions: 0 
Number of successful extensions: 0 
Number of sequences better than 10: 0 
Number of HSP's better than 10 without gapping: 0 
Number of HSP's gapped: 0 
Number of HSP's successfully gapped: 0 
Length of query: 11020 
Length of database: 495721948 
Length adjustment: 31 
Effective length of query: 10989 
Effective length of database: 468404903 
Effective search space: 5147301479067 
Effective search space used: 5147301479067 
A: 0 

XI: 12 (23.1 bits) 
X2: 32 (59.1 bits) 
X3: 54 (99.7 bits) 
SI: 12 {23.3 bits) 
S2: 21 (39.9 bits) 
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results of BLAST 



# BLASTN 2.2.14 [May-07-2006] 

# Query: 

# Database: chromosome 

# Fields: query id, subject ids, % identity, 

# 6 hits found 

1_26437 gi|11528013|ref |NC_001563.2| 
1_26437 gi 1 11528013 I ref | NC_001563 . 2 | 
1_264 37 gil 96264 60|ref |NC_0014 37. II 
1^26437 gi | 96264 60 | ref | NC_001437 . 1 | 
1_26437 gi | 56692441 | ref | NC_006551 . 1 | 
1_26437 gi | 9626685 | ref I NC_001477 . 1 | 



alignment length, mismatches, gap opens, q 
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